RAW SEQUENCE LISTING 
ERROR REPORT 



' BIOIECHNOLOGY 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientiric and Technical Information 
Center (STIG) detected errors when processing the following computer readable 
form: 

Application Serial Number: 09/962, ^2? . 



Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) mCLTOBS^^ A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, ^ . 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTTC!£ XO COIMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: pafiii21heln@.usDto.gov or phonc 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3help(g).uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VFRSTON 3.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 apphcation is a state-of the-art Windows based software program 
employing a logical and intuitive user-interfece to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October I, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization OVIPO) Standard ST.25. • 
Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant Checker aUows public users to check sequence Ustings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer enored sequence 
' listings, thus saving time and money. 

' Checker Ver»inn 3 0 can be down loaded f rnm tht> TISPTO website at the following address; 

http://www.uspto.gov/web/offices/pac/checker 



FPROR nETECTED 

ATTN: NEW RULES CASES: 

I Wrapped Nuclcics 

Wrapped Aminos 



2 Invalid line Length 

3 Misaligned Amino 

Numbering 

4 Non-ASCII 



5 Variable Length 



Patcntin 2.0 

"bug- 



Skipped Sequences 
(OLD RULES) 



_Skipped Sequences 
(NEW RULES) 



J 



Use ofn's or Xaa*$ 
"(NEW RULES) 



10_V Invalid <213> 

Response 



Use of<220> 



12 



13 



Palentin 2.0 
"bug- 



Misuse otti 1 



. .T.nrx>«RECr.ON SERIAL NUMBER: ^/ 7 

PLEASE DISREGARD ENCUSH -ALPHA" HEADERS. WIHOI WERE INSERTED BY PTO SOFTWAK 

prevent •^wrapping," 

Uc n.U. require Ih.. . line no. exceed 72 chM.c.ers in length, tj^is includes white .p.ces. 
-TT.enumberingunde,e.ch5»«nino.cidi.miiliBned.Dono.useUbcode,be.wcen„umb«^^^ 
use ipace cha meters, instead. 

The «bn.i«ed me w« no. uved in ASCII(DOS, "y '-' Sequence Ruli. P.e«e 

ensure your iub5eqaen.iubmI»slonb..ved In ASaileit. _ 

Sequcnce(.)_con..inn..crX..-.rej.e«^^^^^^ 

....,-i„P..e„tInversion.JK.y~-^^^^^ " " 

»cquences(s) . — • Normally, raicn^i <220>-<223> section to 

ArtiflcUI or Unknown sequences. 

-/ ^ missine. If intentional, please insert the foHoyfing Unes for e.eh dcipped sequence: 

This sequence is intentionally skipped 

Pleaseslscdjus, the "(ii) NUMBER OF SEQUENCES-responselolncludetheslcipped sequences. 

S.,„ence(s) missing. If Intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

use of n's and/or Xaa's have been d«e«ed '^^3'^.^'';;^ ^'^^^^^ „ Xaa's are present. 

Per 1.823 of Sequence Rules. »" "'^x.. and which residue n or X.a represents. 

In <220> to <223> section, please explain location of n or X... and wnicn resiuu 

is Arlllifciri Sequence 

any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/963,827 



DATE: 10/10/2001 
TIME: 14:17:33 




input Set : A:\ES.txt 

output set: N:\CRF3\10102001\l963827.raw 



CURRENT APPLICATION NUMBER: US/09/963,827 

NUMBER OF SEQ ID NOS: , , ^,io> 1 <211> 96 <212> RNA <213> 

SOFTWARE: Patentin version 3.1 <210> 1 <2i.i.> 



Does Not Comply 
Corrected Diskette Needed 



ERRORED SEQUENCES 




file://C:\CRF3\Outhold\VsrI963827.htm 



10/10/01 



60 
96 



/ J. 

I ornnpwrp T TSTING ^<110> Sullenger, Bruce A.'*' 
• . H vi <120> RNA AP^^ERS AND METHODS FOR IDENTIFYING THE 
Rusconi, Christopher <120> ^l^A inn 2000-09-26 <160> 221^ 

SAME^<130> 180/124/2 ^<150> /235 654 <^^^^^^ rNaJ213> 
<170:J Patentin version 3.1^<210> ^f^^^^ ^ ^ f 

gj^gfg j^,;"r.,cc.cca,u „,aa.cu.u .ccca.c,== cca,cccc„ 
agcauaaccc agaggucgau aguacuggau cccccc 

' jl the types of errors shown e>dst throughout 

the Sequence Listing. Please check subsequent 
sequences for similar errors. 

^^^^ j ..x^^-^H^ 

r 




Review tlie Sequence Listing to insure a corresponding 
explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 



:5 



L 
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L: 
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VERIFICATION SUMMARY 
PATENT APPLICATION: US/09/963,827 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\10102001\I963827.raw 

•2 M-283 W: Missing Blank Line separator, <120> field identifier 
is m;283 W: Missing Blank Line separator, <130> field identifier 



DATE: 10/10/2001 
TIME: 14:17:34 



4 M:282 W: 
0 M:282 W: 
M:282 W: 
:5 M:282 W: 
:5 M:282 W: 
:5 M:282 W: 
M:212 E 



68 M:282 W: 
68 M:282 W: 
95 M:282 W: 
95 M:282 W: 
95 M:282 W: 
158 M:282 W: 
158 M:282 W: 
158 M:282 W: 
535 M:256 W: 
537 M:282 W: 
;537 M:282 W: 
:537 M:282 W: 



596 M:282 W: 
619 M:282 W: 
619 M:282 W: 
619 M:282 W: 
658 M:282 W: 
658 M:282 W: 
658 M:282 W: 



685 M:282 W: 
685 M:282 W: 



<140> CURRENT APPLICATION NUMBER: 
<160> is required. 
<210> is required. 
<211> is required. 
<212> is required. 
<213> is required, 



<212> is required. 
<213> is required. 
<211> is required. 
<212> is required. 
<213> is required. 



Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
M-.i^ ^: (34) invalid or duplicate Sequence ID Number, SEQ ID NO 
:5 m;283 W: Missing Blank Line separator, <400> field identifier 
^68 M:282 W: Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required, 
invalid Numeric Header Field, <220> has non-blank data 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
596 M:282 W: Numeric Field Identifier Missing, 
596 M:282 W: Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
685 M:282 W: Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required ^ ^ 

of Seq differs, <160> Number Of Sequences : Input (0) Counted (10) 



is Added. 



<212> is required. 
<213> is required. 
<211> is required. 



<212> 
<213> 



IS 

is 



required . 
required . 



<211> is required. 
<212> is required. 
<213> is required. 
<211> is required. 
<212> is required. 
<213> is required. 
<211> is required. 
<212> is required. 
<213> is required. 



1037 M:282 W: 
1037 M:282 W: 
1037 M:282 W: 
0 M:203 E: No, 



file://C:\CRF3\Outhold\VsrI963827.htm 



10/10/01 



